In the United States, the Papaya ringspot virus was first reported from papaya in Florida in 1949. Here, we determined the first complete genome sequence (10,302 nucleotides) of a Papaya ringspot virus-W isolate, which was collected from a commercial field of gourd in Tulsa, OK.
generated by joining the overlapping sequences and was 10,302 nucleotides long, excluding the 3=-terminal poly(A) tail.
A nucleotide BLAST search using the complete genome of PRSV-W-TUL15 showed 83 to 92% nucleotide and 90 to 95% amino acid sequence similarities with the published PRSV isolates. Maximum nucleotide (92%) and amino acid (95%) sequence similarities were observed with a PRSV-W French E2 isolate (GenBank accession no. KC345609) (12) . Accession number(s). The complete genome sequence of the PRSV-W TUL15 isolate was deposited in GenBank under the accession no. KY039583.
